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INTRODUCTION

The Genetics of Personality Consortium (GPC) is a large collaboration of genome-wide
association studies for personality. The aim of the GPC is to detect genetic variants
associated with personality traits, and to understand the molecular genetic basis of
personality traits.

This readme file describes the results of the first meta-analysis of GWAS studies (GPC-1), in
which 15 cohorts from across the United States, Europe and Australia participated (10
discovery cohorts and 5 replication cohorts). Personality scores for Neuroticism,
Extraversion, Openness to Experience, Agreeableness and Conscientiousness were based on
the NEO Five-Factor Inventory. This was followed by a HAPMAP-based GWAS meta-analysis
of the five phenotypes in the 10 discovery cohorts, and replication of top hits in the five
replication cohorts.

Summary statistics data of the GWAS meta-analyses of the 10 discovery cohorts are made
available for download. Please note that these data represent the results of the full meta-
analysis (i.e. for all variants for which valid results are available).

DISCLAIMER

These data are made available without warranty, and for scientific and educational use
only. It is your own responsibility to use the data correctly. If you download these data, you
acknowledge that you use these data only for scientific or educational purposes, and that in
case these data end up directly or indirectly in a scientific publication (e.g. journal article,
meeting poster or presentation), the appropriate GPC publication is cited (see under
REFERENCES below).

To prevent identifiability of individual participants, we only distribute summary statistics
data.

DOWNLOAD FILES

The following files are available for download:
GPC-1.NEO-NEUROTICISM.full .txt
GPC-1.NEO-EXTRAVERSION full.txt
GPC-1.NEO-OPENNESS. full.txt
GPC-1.NEO-AGREEABLENESS. full txt
GPC-1.NEO-CONSCIENTIOUSNESS full txt

The files can be downloaded from the following URL:
http://www.tweelingenregister.org/GPC

The files contain the following information (columns):
SNPID CHR BP A1 A2 BETA SE PVALUE INFO NCOH MAF

SNPID rs-number of the SNP
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CHR chromosome number on which the SNP is located (build 36, release 22)
BP base pair position of the SNP (build 36, release 22)

Al effect allele of the SNP

A2 non-effect allele of the SNP

BETA pooled effect size (unstandardized regression coefficient)

SE standard error of the pooled effect size

PVALUE p-value associated with the pooled effect size

INFO average info across cohorts (INFO, PROPER_INFO or R-SQUARED)
NCOH number of cohorts for which SNP association results are available
MAF minor allele frequency of the SNP in the HAPMAP reference set
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